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<170> FastSEQ for Windows Version 3.0 

<210> 1 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 1 

gaggtccctg tgagcatagc cctgg 25 

<210> 2 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 2 

ggtcccgata cgagtgtccc tggag 25 

<210> 3 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 3 
tgcccatgct ccaaacatct gcctc 
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<210> 9 

<211> 2470 

<212> DNA 

<213> Homo sapien 

<400> 9 

ttggcgggcg gaagcggcca caacccggcg atcgaaaaga ttcttaggaa cgccgtacca 60 

gccgcgtctc tcaggacagc aggcccctgt ccttctgtcg ggcgccgctc agccgtgccc 120 

tccgcccctc aggttctttt tctaattcca aataaacttg caagaggact atgaaagatt 180 

atgatgaact tctcaaatat tatgaattac atgaaactat tgggacaggt ggctttgcaa 240 

aggtcaaact tgcctgccat atccttactg gagagatggt agctataaaa atcatggata 300 

aaaacacact agggagtgat ttgccccgga tcaaaacgga gattgaggcc ttgaagaacc 360 

tgagacatca gcatatatgt caactctacc atgtgctaga gacagccaac aaaatattca 420 

tggttcttga gtactgccct ggaggagagc tgtttgacta tataatttcc caggatcgcc 480 

tgtcagaaga ggagacccgg gttgtcttcc gtcagatagt atctgctgtt gcttatgtgc 540 

acagccaggg ctatgctcac agggacctca agccagaaaa tttgctgttt gatgaatatc 600 

ataaattaaa gctgattgac tttggtctct gtgcaaaacc caagggtaac aaggattacc 660 

atctacagac atgctgtggg agtctggctt atgcagcacc tgagttaata caaggcaaat 720 

catatcttgg atcagaggca gatgtttgga gcatgggcat actgttatat gttcttatgt 780 

gtggatttct accatttgat gatgataatg taatggcttt atacaagaag attatgagag 840 

gaaaatatga tgttcccaag tggctctctc ccagtagcat tctgcttctt caacaaatgc 900 

tgcaggtgga cccaaagaaa cggatttcta tgaaaaatct attgaaccat ccctggatca 960 

tgcaagatta caactatcct gttgagtggc aaagcaagaa tccttttatt cacctcgatg 1020 

atgattgcgt aacagaactt tctgtacatc acagaaacaa caggcaaaca atggaggatt 1080 

taatttcact gtggcagtat gatcacctca cggctaccta tcttctgctt ctagccaaga 1140 

aggctcgggg aaaaccagtt cgtttaaggc tttcttcttt ctcctgtgga caagccagtg 1200 

ctaccccatt cacagacatc aagtcaaata attggagtct ggaagatgtg accgcaagtg 12 60 

ataaaaatta tgtggcggga ttaatagact atgattggtg tgaagatgat ttatcaacag 1320 

gtgctgctac tccccgaaca tcacagttta ccaagtactg gacagaatca aatggggtgg 1380 

aatctaaatc attaactcca gccttatgca gaacacctgc aaataaatta aagaacaaag 1440 

aaaatgtata tactcctaag tctgctgtaa agaatgaaga gtactttatg tttcctgagc 1500 

caaagactcc agttaataag aaccagcata agagagaaat actcactacg ccaaatcgtt 1560 

acactacacc ctcaaaagct agaaaccagt gcctgaaaga aactccaatt aaaataccag 1620 

taaattcaac aggaacagac aagttaatga caggtgtcat tagccctgag aggcggtgcc 1680 

gctcagtgga attggatctc aaccaagcac atatggagga gactccaaaa agaaagggag 1740 

ccaaagtgtt tgggagcctt gaaagggggt tggataaggt tatcactgtg ctcaccagga 1800 

gcaaaaggaa gggttctgcc agagacgggc ccagaagact aaagcttcac tataatgtga 18 60 

ctacaactag attagtgaat ccagatcaac tgttgaatga aataatgtct attcttccaa 1920 

agaagcatgt tgactttgta caaaagggtt atacactgaa gtgtcaaaca cagtcagatt 1980 

ttgggaaagt gacaatgcaa tttgaattag aagtgtgcca gcttcaaaaa cccgatgtgg 2040 

tgggtatcag gaggcagcgg cttaagggcg atgcctgggt ttacaaaaga ttagtggaag 2100 

acatcctatc tagctgcaag gtataattga tggattcttc catcctgccg gatgagtgtg 2160 

ggtgtgatac agcctacata aagactgtta tgatcgcttt gattttaaag ttcattggaa 2220 

ctaccaactt gtttctaaag agctatctta agaccaatat ctctttgttt ttaaacaaaa 2280 

gatattattt tgtgtatgaa tctaaatcaa gcccatctgt cattatgtta ctgtcttttt 234 0 

taatcatgtg gttttgtata ttaataattg ttgactttct tagattcact tccatatgtg 2400 

aatgtaagct cttaactatg tctctttgta atgtgtaatt tctttctgaa ataaaaccat 2460 

ttgtgaatat 2470 
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<210> 11 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR amplification of KIAA0175 
<400> 11 

tetgetgetg tcgacaacga gtgtc 25 



<210> 12 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR amplification of KTAA0175 



<400> 12 
ccatagtgag gttgcatctg gtgcc 



